For background and the biological activity of sulfonamide and its derivatives, see: Kremer et al. (2006) ; Chumakov et al. (2006) ; Mohamed & Sharaby (2007) ; Wang et al. (2010) ; Sharaby (2007) ; Aziz-ur-Rehman et al. (2010) ; Subashini et al. (2009) ; Loughrey et al. (2009) . For a related structure, see: Fun et al. (2010) . For bond-length data, see: Allen et al. (1987) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; Ày þ 3 2 ; z À 1 2 ; (ii) Àx þ 1; Ày þ 2; Àz; (iii) x À 1; Ày þ 3 2 ; z À 1 2 ; (iv) Àx þ 2; Ày þ 2; Àz; (v) Àx þ 1; Ày þ 2; Àz þ 1.
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 
Comment
Sulfanilamide which is also known as sulfonamide and its derivatives are extensively used in medicine as they possess a wide range of medicinal, pharmacological and antimicrobial properties (Kremer et al., 2006 , Chumakov et al., 2006 .
Sulfanilamide was the first drug that had been found to be used as a preventive and therapeutic agent towards a variety of diseases or bacterial infections in human biological systems. Schiff bases derived from sulfanilamide exhibit various pharmacological activities including antibacterial, antifungal, antiviral, antimicrobial, anticonvulsant, antitumor, antiulcer, anti-neoplastic, and anti-inflammatory properties as well as acting as enzymatic inhibitors (Wang et al., 2010 , Sharaby, 2007 , Kremer et al., 2006 , Chumakov et al., 2006 , Aziz-ur-Rehman et al., 2010 , Subashini et al., 2009 , Loughrey et al., 2009 ). The biological activity could be increased by the complexation with metal ions (Mohamed & Sharaby, 2007; Kremer et al., 2006) .
The title Schiff base compound ( Fig. 1 ) exists in an E configuration with respect to the C7═N1 double bond. The phenyl rings (C1-C6 & C8-C13) are almost coplanar with each other with a dihedral angle of 2.82 (6)°. The sulfonamide group (S1/O3/O4/N2) is twisted away from the attached phenyl ring with the torsion angle between N2-S1-C11-C12 being 64.84 (11)°. An intramolecular O1-H1O1···N1 hydrogen bond stabilized the molecule, generating an S(6) ring motif (Bernstein et al., 1995) . Bond lengths (Allen et al., 1987) and angles are within the normal ranges and are comparable to the related structure (Fun et al., 2010) .
In the crystal packing ( Fig. 2) , intermolecular N2-H2N2···O5, N2-H1N2···O2, N2-H1N2···O4, C5-H5A···O3, C7-H7A···O3 and C10-H10A···O1 hydrogen bonds (Table 1) link the molecules into three-dimensional network.
Experimental
The title compound was synthesized by the general method of condensation of sulfanilamide with 2-hydroxy-5-nitrobenzaldehyde. To a methanolic solution (10 ml) of sulfanilamide (0.3444 g, 2 mmol), sodium acetate (0.1641 g, 2 mmol) was added. The resulting solution was heated to reflux on a water bath. A methanolic solution (10 ml) of 2-hydroxy-5-nitrobenzaldehyde (0.3342 g, 2 mmol) was then added dropwise to the solution. The solution was left under reflux (65-70°C) for 1 h. After half an hour, yellowish orange precipitate started to form during refluxing. The resulting mixture was filtered and the filtrate was left to evaporate slowly at room temperature. Orange crystals of the title compound suitable for X-ray diffraction were obtained after 1 week. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.25811 (6) 0.770137 ( Geometric parameters (Å, °) S1-O4 1.4301 (10) C3-C4 1.3958 (17) S1-O5 1.4408 (10) C3-H3A 0.9300 S1-N2 1.5980 (11) C4-C5 1.3822 (17) S1-C11 1.7689 (12 
